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« 



1 1-23296 ^ 

I^^Mh^>X7aiiJ >iie (MTf) £^tf3&#7§^J£3i 

[Sf^2] MTf#?-9-=?p 7 6#>A?fC> t: hp 9 7^>/\'^jR, 
p 7 6^>Ami<ttP 9 7 #>/\°*SC$::3- SDNA£^$gaM£T-e 

3 ] MTf © % © ^ 2 ti * m&m i sa« 
i ) ®2^is# : 2G«ra>r ^ >> iswwt* 

3) gB#I##: 2 Xtt 4 CD ^ ^^S: 3 -K"T SDN A ill5Ui^;#TT?/N>r^ 

[»#«4] MTf^t hp 9 7 ^>A^s-efe"&«^2ia«oo«>c#^{s 
i~3 m^*i*ncga^com#^%{gm3g, 

MM : 

1) BB^J#-^: 2mm<DT$ JnWM*:MirZ>9lsrtVn ; 

2) gg#I#-!§- : 4C0T^ ^^fB^l^^fS^^A^^ ; 

3) 2Xtt4CD#>A*|£<£:3- FtSDNAt^ffW>f ^ 
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4) JigHl) , 2) Xtt3) IB^<D^>7\-^^e>GP IT>*-I«&^$ 
8 ] MTf £ 1" £ 4fc ST t # « if 1 fB«<Z>«K#7£/&CSit 

Mo 

ti^i o] oa (^ftHgpjim) ; ra (vwrmmmak) ifimiz 
i ~9 <D^-rnfrizmm<D&nrmm&mm 0 

[»*3U 2] MTf<Z>7>#:J-* H««*rtMTfm#XttMTf€:3- Kt*«» 

1 1 wM<i>m*&i£mm. 
2 ) mmm^jimi) x-mm v^mmmizmmhr-MmmmmL tit 

[»*S14] IMl 3|B*©*asK:J:o.T#e>tl*lITfS:?gttfl:f 

ft. 

HM&gl 5] g^l 3|B«©^rSlC«fcoT#e>tlSMTf$:Mttfb'rS^ 

Kfe*trtt#MtraHf. 

[*#3U 6] GP iy>#-«c&*d»LfcMTf 0 



2 



2000-3075953 



1 -2 3 2 9 6 6 

# 

[0 0 0 1] 

7iiJ (membrane-bound transf errin-1 ike protein : J^T^fc V>TMTf 

[0 0 0 2] 

mmomitm.mtemikmffi. (chondrocytes) tmmmmn (matrix) icj;y«i 

Tv^ Cfcffi;SMH£,filfe r#©^j 1 9 8 2^ *SC|K**ffiJlu P-H-29 
Zl # <fc < £> t g b t,*t#*«^^:£*l#*MMfc £ o v ^ x fit* £5fc«¥ 

[0 0 0 3] 

y (Yan) P> (Yan et al. ; J. Biol. Chem. , vol.265, p.l0125~10131, 1990) 

foxf-mm* mm*. B^^mm^mm. voi.io, N0.2, P .i87~i92, 1992) 

5pHSS:^*r-5n>?!j^-Ay > A (concanavalin A : JgJTlCfc^TCon A^V^d 
£=&&£) A^#|fflflS0r)^fcl$:^<{]Eait- SZlilS:. ^D^^U # > (proteo 
glycan) 3 3 £ if tti £>2MC bt V%S„ Con AX 
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[0 0 0 4] 

(Kawamoto et al., Eur. J. Biochem. vol.256, p. 503-509, 1998) it 

$e>ic. con i&ftmzwifr^zis-t^t-znm-tzmfrcDtpr*, m^mm± 
ic#&-r-5i&2 ommvcon A^^e©e)t)T% i/f;>f>iwii^ti 

IS (flftSMfcU Con AR^1$S:m^-r<5) tC£V^$83E#<£T-f £ 7 6 kD a<Z> 
(P7 6) lC&BLfc 0 -9- ^rftrtHHlBIK&W J: y Con AT 7 -f-^>f 

frX^tct^J >5>X7i'J > (p 9 7) 8 7%CDT^ /iffiHtt^b, 
fey. ^©^%ffi^|HJ^T*(D»l«f</iE^^»»fc^H^m$tv«:Vxi:^ 
[0 0 0 5] 

p 7 6«con At:<DU^i^^m^m^<7)^^^^it't(Dmmnm^m^ 
x v> & r t>mfe $ axfc ^ *i © # > * k tfm&izm&MMx \*t (Dmm 

[0 0 0 6] 

mw&m®: L * o t -rsiu®] 
T*fe y , r © j: e> fc^imfr t v> * >r -f<»ifo&fm®m&& 

[0 0 0 7] 

mm * m&-t z t=. » <o^m 

^>^7acV>^ISfi (Bembrane-bound transferrin-1 ike protein : MTf) Mfc 
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?*atdc smmmizmxi>TMi''<)ir~nmi*-&r=.tz.z. mit^oftitz 

[0 0 0 8] 

?*t>%. *$&Wl*, iig|rih7>^7i'J>iia (MTf) £^*f«K#^ 

MTfi:l/T&, P 7 6 tfp9 7^>/^f, Sffp7 6 

U **>f XtS D N A JC J: o T 3 - K£ *l£ r ^ ^B2#J b, ^oMTf 
*-T£* >A^M*W*l/<> *HCfc hp 9 7*>/\'#MiWi; t,^„ 
[0 0 0 9] 

MTf a^T©t0^1^$ tl^O^#tC^ L, : 
1 ) : 2 fa«© T ^ / MSB#I £ % « * > A * g ; 

3) mm&^i 2x\*4e>z>rt?M%^ - Kt^DNAi:iiiiMTtv\>f y 

[0010] 

^ -5 £ 3 6> JC«r*««l»*!) e> ti & c 
[0 0 11] 

[0 0 12] 
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2) BB^>J#^ : 4©T^ y^@2^J$:^-r<5^>^^® ; 

3) 2Xtt4 0^>^|[S:3-KtSDNAi:^||MTt*A>fy 

4) JtfBl) , 2) X&3) fB*0^>;^lA^GPI7>*-M«?:^S3 

[0013] 

[0014] 

1 ) JMMM&^CDMstB LT^Sj^, Siiff l±« k. ^ if 4Mb b & vtfflfti 
[0 0 15] 

a 

[001 6 ] 

£Mi*Sj>jC, GPI7^-i«^ai fcMTf £ £ . 
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#5£ 1 1-2 3 29 6^ 

w 

[0 0 17] 

^IBlCiS^X, ^ib5>7 7x'j>ilfi (MTf) Hit. Con k£ffi& 
t>f hS:tn^^^I?:V>e» 0 £ £>IC0£ L < Con AlC<fc 
[0 0 18] 

p 9 7^^a^tc^#i?#jcisi//<;i/7?^bT^y. mmffiiz&m 

6$T?J&VN3. fc^Wlll/feOT, *^^9#e>ttMTf (membrane-bound transferrin- 
1 ike protein) lc*f L TMTf VA e> l/fc„ 
[0019] 

, &SVU*p 7 6#>/t?jK%L<i£p 9 7#:yA#^£-r- K't'-S DN A 
mZkftT m*.tt. SiW^tbtH (Molecular Cloning: A Labor 

at ry Mannual, Sambrook et al., Cold Spring Harbor Laboratory Press, 198 
9) fC8B*e£*VT^£ <fc3lC, 6xSSC, 0.5% SDS, 10mM EDTA, 5xDenhardt' s solu 
tion, 10mg/ml denatured salmon sperm DNACDgN&cf-e 6 8 *CT?/W zfV #4 M 

[0 0 2 0] 

7 il^^tlSr (Kawamoto et al., Eur. J. Bi chem. vol.256, p. 503 
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-509, 1998) . *<Dt&mwiWR&T $ JWimFizmmmomFm^ : i;&tf2ic 

jaVto t h p 9 7 # >7\°^M©i^SiB^mt5T^ y m^Jtj^T'^S (Rose, 
T.M. et al., Pro NAS 83, 1261-65, 1986) „ * <D &£6!$I%. tfT ^ J g&SB#J £ 

[00 2 1] 

p 7 6/p 9 7 #>,r?*MBU C**T^ ^ »<Z>*^^^»JC*ie«G P 

JglCofcglh&^axT^S, GPIT^A-S^^/^ST'feS (p7 6lCO^ 
Ttt, Hffl j£a*^®^$ti&, 29^, 1#, 40-57, 1997; p 9 7lCOV%T 

ttAlemany, R. et al., J. Cell Science, 104, 1155-62, 1993) „ W^t^^ 
mm^m-t^O^ <£&<Dmf CD GPIT>A-^5:^bfeMTffe 

o 

[0 0 2 2] 

MTf£#£lCfci: % M^.«#^7 - 8 2 2 9 7#lC|S«©^tC J: y#t#*|IJJIS 
(Kato et al. ; J. Cell Biol., vol. 100, p.477~485, 1985) tC 

^©^gt^tife^MJBStt^JET'^^B&^ifiil* (fcs) 5 %c 
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>^$>S/J^K^ X/V^y (Wheat germlectin) <DT~7 4 ~:r ■{ ft^i* \Z—MM 
JiC&lfr (SDS-PAGE) lC<fcy, ^ *l £ SrJfcigei- & r 

— i? & m v > r a s © ti m & #m -e * 0 

t, MTf # > /\' * H'fe 3131 2 * & - £ ic <fc y # 5 r i: # ^ g £ . 

[0 0 2 3] 
[0 0 2 4] 

[0 0 2 5] 



9 



miE4t 2000-3075953 



#sp 1 1-232966 



[0 0 2 6] 

m&maym&m^ 2 x&4 ©y ^ smmmtpoimz tit* tisi±<Dy 

^5. mil h>f >#-n>f 3f>2 (I L-2) jftte^-©*/*^ >IC*B 
^ 1 2> l&mWim £ 12 U > loffl^f f £ %£BB£IiC%!Jl b T # 6 *i sK U K# 
I L- 2^4$££U$^£Z: tfcgfcC^&lCfcoT^S (Wang et al., Science 2 
24:1431, 1984) . 3*l£©tlTf # > /\°?®£:2- F^£»fc^©&^#S:f£§H- 

[0 0 27] 
[0 0 2 8] 

wz-itj-^h. t&m&m? e>tiSo fesv^*, s f 9fc^©mi&*fflj9&£axiffl 

[0 0 2 9] 

JSU:© J: e> tc L T MTf # > /1 ? £ n - K 1" £ ^^T^SKSI L J£ jgi|£& 
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&«ie#i z^timfc* z m ^ t # e> ti # > a * ® r* & o t %MTf # >? n v> 

[0 0 3 0] 
[00 3 1] 

$tifc©-e, MTf£>f >xy >&&v^£-r >*y ym^m^-^mm-r^^tK 
<ty. ^#^#ffi^$e>ic^b-rszii:^«i^T^s 0 

[0 0 3 2] 

& 3 e> ic^b-t s - 1 s & „ 

[0 0 3 3] 
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3) htwo hybrid^T*MTf^^i-§^>A^^©cDNA$:^n-n> 

[0 0 3 4] 

[0 0 3 5] 
[0 0 3 6] 

(DWcwmf&vzmMtfmm x*%z> mm iz iz&>t<d % © vr e> ti & : 

1) OA (9&gttMf&) 

2) RA (U^^#W»lft) 

3) ftMiziLzmwmitmM 

5) ft*. 
7) 

8) ##r 

9) «#*>e>©#^ 
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2) @B^J## : 4<DT$ J WMW^-* Z> Z y 

3) BB#I##: 2Xtt4CD^>7\ c ^MS:3- K-TSDNAi:|giSi^#TT*/N>r^ 

4) iifBl) „ 2) X&3) gB«tf>#>A?M^e>GP I 

[0 0 3 7] 

MTf^Mttfcn- KfSDNAtt, M^-lW^M^^^M^^ PCR^ 
(M lecular Cloning: A Laboratory Manual, 2nd Edt.,15#, Cold Spring Har 
bor Laboratory Press(1989) > PCR A Practical Approach, IRL Press 200-210/( 

1991) ) tg<D^mz «fc y „ mmmta e> & r t # t*#.& . 

[0 0 3 8] 

m (C W -5 0flS#AM ODNAtbt, MTf & £ V ^ &MTf ^UttU!^ ? # 

Mz-i*v sg5 ^©i§^^^-ica^-rszii:icj;yf^ 

l/fctt#tt»#3*tre>ft*. *M&^©DNA<D#A8si:bTMu «Atfy>BI* 
(ttH.JK • «f#5E-*S, 3M*?»AfcW* • *Wfttu *±*L 1994) 
tmif ^tlSo lot *DNA&Bil©^»«^fc'r*z:iHCJ:y, 
f£M SW^FS atte^te**! & SMS* * £ #T? £ S . rtf>£3 

[0 0 3 9] 
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1994^4^ #,20-45M> ^E^fffrj,12(15) (1994), £|JfcE5&ftW rjt-6* 
■?-ii&S!<Z>aS«IS*J ,¥±*± (1996) ) <D^-?tUDjjm&m%ir2>Z.ilifiT*nZ> 

o 

[0 0 4 0] 

jK^ ^x^>r;i/x, 3Ku^-^^;i/^, $/>trx^>f wcdna^^^ x 

irz^mifimif *>*i£ 0 #?-f;i/Xffi©itte^A#&£:LTfcJ:. ^y^^^ 
*^>Su Pujyi?*9i/=iym y V His? hu^iu 

[0 04 1] 

#rt^#A-T-5 in vivo^, &&Zf\zbfrb&Z>m<Dffi]&$:%l.*)l%Vtisitt-T*DN 

1994^4^-^,20-45^. ^fO», 36(1) ,23-48 (1994) , |U*B55M»flM2(15) (1 
994)) „ in vivo&#J:»j#&Lv\. 
[0 0 4 2] 

in vivojSK:4:y«#ati*»#tt, mm. mwimzfavfrmm&m&mmz 

[0 0 4 3] 
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[0 0 4 4] 

m&ikyaW&Wt&lziZ, -Mi:tting~iooomg/B, ^*b<t±K 

g~10 Omg/BtfeS. 
[0 0 4 5] 

[0 0 4 6] 

7>ft>7DNAH mRNAlC^fbTffiffi^^ie^JS:*^. mRNAi: 
[0 0 4 7] 

# f * tt^tc#^ -r y > * « ^ ti © R&tt^ e> &m s ti 

jfcfctfy l/*^ K©S2CD^«^CD^e(flcT*$>y, rjuw-ydrs* 
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x^;i/S©$i5iM^<Z> l oSr^UCgglLfe^-y tt^itsunrzL- K -CH 
[0 0 4 8] 

Ktt8~3 0l, <fc y^i; L<tel 2~3 Oi0f^-yh^fS o 
[0 0 4 9] 

HC, Bioconjugate Chem. Vol.5, No.l, 1994£#flg) ^ffiV^Si^titiS. 

K*rs^*ffi^jt/\>r^y ^xu MTf©^S:iswL^s^-y dr** v*^ 

[0 0 5 0] 

*»WK:j:**ydrs*l/a-^Ftt, ai^T*^^^, M^liApplied 

NAOftf^j , 48 (3) : 180-193, 1990) . 

[0 0 5 1] 
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&m (wzi*. msnt&mxmmi* p. 339-397. 19 

[0 0 5 2] 
[0 0 5 3] 

Wt'&fflm*Mmb<Z>Jj& (Kato et al. ; J. Cell Biol., vol. 100, p. 477—4 
85, 1985) lcm^T^-9-^fflim#^?>#Slbfco -T^t)*>. 3^4 Ml* ©lift 0 

, 8«g/«LT^^^--ifE (ftffli&g) £556?$/ifcBifii$i S*tf^^f3«tll-f 
-£7l/*gifi ( DMEM, Flow Laboratories^:) ICT1^^> 0.15%zi^y^— M (W 
orthington Biochemical^) £^frDMEMlCT3B#ra-f >3f a.'*- b 120 # 

VVW-V- (Corningfr) (CtfBU 37TC. SfcCO^itfBTJCTlO*? i/WMlk 
m (H^fc^) . 50 n g/*LTXn)l>\?ym> 50U/mLG^U 60/*g/«L#^*7 
-f£/> (J£*_t. re?&$3m) . 250/*g/mLT>^^U */>B (ICN Bioche«icalft) 
&^tf7;i/-7T^&-Y~40l/*g*fe ( a -MEM. H3t^) (nediun A) & 
lfe$ff©DMEM (medium B) tf»T'ig«bfco 

V X«fc#fSjgiffllfe«cATDC5<Pig# 
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kidcsizmmmmmn mm. b#) zvmxLfca mmizsiyisBb'jukm (f 

CS^M^M) . 10/tg/mLbl r* >7>X7x U > (Boehringer Mannheimft) fc<fc 
tXQ.3nmol/mLM'fe UZ/Wi'f' h V (ft^UM) £#tm (Flow Lab 
oratories^) £ £7W<y 3^&>f - (DMEM, Flow Laboratories?!) 

ft&§§#-f-£4§-£ki:, ^<D*|^«SlClO/tg/mL^e/>f >XU > (Sigmaft) £JtJ 
«MfcJ§#i) T*ATDC5*fflJ^£i|Hlbfc 0 

KSfctCfcoT total RNAfcJftffi Lfco ZlCDtotal RNA 1 a g;fr e> reverse transcrip 
tion polymerase chain reaction (RT-PCR) IC <k o T 2:fc|H <D cDN A £ Efc 1/ „ 
-£L/TfcMTTf (Rose, T.M. et al., Pro NAS 83, 1261-65, 1986) 
{CSt5VNT5*-GGCTGGAACGTGCCCGTGGGCTA-3' (forward) (££|#-9- : 5) , 5'-GT 
CCTGGGCCTTGTCCAGCAGTC-3' (reverse) (@E#J## : 6) (Dzf^-i ^-M £^tf L 
. Zl©y^>r^-$:fflV>T22{s:^<DcDNAJ: »J 1.5kb©MTfcDNAJ0T#£*£iPI Lfco # 
£>*lfecDNA#r;t£pBluescript II SKK?$— (Stratagene£fc) ©Smal^J^^SlC 
jftfi^jkA^^n — >flSt,, Sequenase7-deaza-dGTP DNA sequencing kit (USBft) 
£JBV^tg«BB#[£&5£L£:o Ik lC^S<Z>cDNA£#££:*!)K: Marathon cDNA am 
plification kit (Clontechfcfc) &J5V*Trapid amplification of cDNA end (RA 
CE)&frofc. ^#:^lCtt^i^^rl^#$|55S©2^:^total cDNA{CMarathon cDNAT 
^V^-fc^^f-^a^ LT> T#zf v-^_hlB^^L/feMTf© 
&SSJ#I <fc *; ^tf b tct&mft-?^ -TV- (5' -AGAGGGACTCCGAGTATCTGGTCTC-3* (f 
orward) (gg#[#-i§- : 7 ) £5' -GTCCGGCCCGACACCAACATCTTC-3' (reverse) (BJ#|# 
8) ) £MV*TRACE£fTofc 0 tlfccDNAIJ-^ 4.5X7 * U ;i/ 

K^ICT^HLT> ^©cDNACD^H/^ K&W^iffiU pBluescri 

pt ii sK/<**-K:&#jiA/-e*p-->ttbfeo ^n^^y^u-buvxse 

quenase7-deaza-dGTP DNA sequencing kit£ J: tfABI autosequencer (ABI^fc) 
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W*?WIf cDNA (Kawamoto T. et al., EJB 1998) <D±&$>2> WiC 
GPIT>*-^IC^H^2 saaiC^-rSgP&^gm^bfetfCDSrpcDNAS.l/Ze 

o w^xs ra^**- (-9->r v*nuv>(>i*m®n7xi*E:-9-/3L 

£-^t? : Invitrogent± % San Diego, CA) lCjffl#&A,;E„ f&;fo*>> 
^Rfc-g-tfEcoRI-Notl^?*^ hfc^^-J: yfljyfflU pcDNA3.1/Zeo (+) 
OEcoRI-Notl^tCjffi^^T^c £t=.. G?IT>Jl-ffi&m&ZX#ilsfcMmm 
^^•TSlCtt. PCR&ICJ: y C-7fc$g<Z>2 >/m#Bif{C^ h^^n 

iAlfe77^> h£f£SgU mm<DmMZftvt~&.. pcDNA3.1/Zeo (+)(DEc 

oRi-Noti^fticss*&A,j£o 

[00 54] 

r<Z>&e> IC bT^^©MTf cDNA (MTf Full) £ GPI r > * - <Z> K&i L fcMTf cDN 
A (MTf (-)GPI) *n S F (pMTf Ful l&S VvfcfcpMTf (-)GPJ) ! 
U ^*^*lATDC5*Hfla (SIW, «fflt. B#) lCh^>^7a:^S/3>Lfco h 
^>^.7ai^2/a>lCttSuperFect Transfect ion Reagent (QIAGEN) £JB V^„ 
(Zeocin:Invitrogen*t) tCj:y3B$RU SficJfe* h 9 7 * -*7> h 

[0 0 5 5] 

Attfl&JCtt, ATDC5*BI]&£10 c«S/^-l/{C2 x 10 5 f@©i8Bflg£MbT, SH 
, mA-TZzf^^S. KDNA£#2/ctg (pMTf Full&tfpMTf (-)GPI) tSuperFect Tr 
ansfection Reagent3g?£~40 ^L?:^n^tlfi»lffCMJfit?t^tC^«?L/fc«, 9£ 
Ha^^ta^bt, *!Jfil»*«IK:T?5fel*bfclBtttC»ilIbfc. 371C, 5%co 2 4K 
iTt-l^m JMMfcttttLT£&£lBn*£tL&. fcfc, Mfl8i:b 

[0 0 5 6] 

^7>x7xi'i/3>iHt, -if * > £50 # gM^£jfo»siw#ifi^jB#i 
&w*&u 2Hfe*»c«ifi3a5ijifeffvxai*i«e>2aiaflHiL/fc 0 MTf fui 
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o ft s/^/vrdskmrnmrnmr-m^ u fee 

[0 0 5 7] 

ATDC5jfflj^M^<P9»^MTf^€^(Z)3B^ 

ATDC50^M«©i>^^MTfst^©^3SttNorthern blotting{CT5tfg bfc 
- H#imciiATDC5^*fcJ: »J >fr — VZs?-*VT% - h&lCj; oT total RNA& 
^fgU total RNA 10yttg5:2.2mol/L^;i/AT;i/7 :: t: FSr^-rSlXT^n-^ 
'TVl'CfUCT^^ci&l/fc^ Hybond-N membrane (Amersham*±) lC«K^Lfc 0 d 
©^>^U>S: 32 P^^/<;i/Lfe2.2kb©^-9-^MTf cDNA^ O -^42^, 16B£|^ 
/W^'J^Xlfe. BioMax X-ray film (Kodakft) IC-8 

[0 0 5 8] 

-£©*£HI> MTf Full^lC^VNTli^P->^->7't- 1, 4 fc<fct^5lCfeV>T 

MTf(-)GPit*icfc^Tt;):*n->:r-:/A-3. 3N, 8, 9^10 

IC&V^T^-ir 3r*MTf Jtfc^tf^gi UTV^ZL^fcfiiigbfco » (-) GPI- 

ATDC5jffi jfe^ J|;Bfc(P -9- ^MTf * > 7\° ? CD5&3g 

ATDC5j8fffl&^M*fc© ^ -9- 3rMTf # > A V it Western Bl ott i nglCTfltfg 1/ 



o ^S&lCttATDC5|^M^J:»;i^H^^>/\'^S:^$gbT. 10^g/laneT*SDS-PAG 
E&ffV^ polyvinyl idene difluoride membraen (Mi 1 ipore^t) iCfg^ bfe„ 
Lfc^>^l/>tt4X^^A^;i/^T*^0 *;^f>yifct> ^MTfjfll^ (l:500#Jft 
; Eur. J. Biochem. 256, 503-509 (1998)) X' 4X3, HB^jKJG&S-frfc^ 125j 
t^/^iiT;v^^IgG(Fab , )27^y^ > h (Amershamfr) tSl, 2B£fgHJ&3i2: 

fc. BioMax X-ray filmlC-801C^X ^X/K- XL T«?*f 

fcffofco #e>tlfc^S:®3{C^-r o 

•E<P>g^ MTf Full#MCfc^Tte?D-->:r->^- 1 fe<fc 5 fCfc^T^-t^MT 



mSE# 2000-3075953 
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( Full -lfcitfFul 1-5) fcifr^rb fe 0 

MTfiM^^^6^VA/^^x;i/^l/- h{C4.0Xl0 4 M©jfflJB§$r#«LT, & 
[0 0 5 9] 

MTf jg^^^ttMTf Ful 1£MC ^3 V^TMTf CMMSdF- £ # >A 9 (D^^WM V tz. 
Full -lfe<fctfFull-5;|fclCoV^&itL;k 9 MTf (-)GPIt5fclCi3V^T li, MTf©«e 

[00 6 0] 

arawMfci/T, ATDC5^iig^Lt?pc-i c^?*-©*.) zmmzwmt. mm,. 

[0 0 6 1] 

>f>^'J>##«Ttii^M (pc-l) tt®c#jfiHilglc^fcb3&v%©K:MLT 
. WimmZ&mm ( Full -l;J3J:tfFull-5) &.&WIf(-)GPW ((-)GPI-3) &20 

fc (04) „ 

[0 0 6 2] 

3g>tC, >T>XU> (10(g/«L) #^ET (DayO«fcU^j>n) T% mm<DtS,m*ff 

ofec >r>^u>##«r©i:^i:^^m^#e>tife (E5) mmm 

y >##^ETJ: *; ©«HJBS©«ffJ9S^*^#*fflllS^lC ,, round w LTV>fe 

o 

[0 0 6 3] 



2 1 
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Ssx-lzmmV. medium A (10mL) ICT37TC. 5%C0 2 ^tfBT"T?ig# Lfc„ n>7 
h^2H g lC4«jfe?f© medium B (5mL)lC£g|LT24t$|^C (C 

[0 0 6 4] 

MTfjg5gI^« (Full-5) £<fctf*lWfc (pC-1) e^^;!/^^^;!/^' 
U- htC#8.0X10%/well{c«;S<fce)lC*HfiS$:fi|«bT. >St##*gifctCT37TC, 5 
%C0 2 ^C®T*e^f#bfcc Mc3tLfc3B^ (Day 7) <fc y , % K ®J& 

bfcCM££#©ig#?£<Z>605l»C&.5 <fc e> fCgsflUU H^lClOjcig/mL'? W U 
i/fegSflDLTS?^ 5%C0 2 ^TT*$ e,lC48^^#bfc 0 
[0 0 6 5] 

cmuamms^m^ ai^uavt=. wimmzsmn ( fuii-5(+)cm> 

Lfco ZL*UC*fU CmmtacDWimm^ (Fu11-5(-)CM) «U >M>ffiflg^&5'< 
Z *-<Dfr*W%i± J &t=.MMm ( pC-2(+)CMfcJ:tf(-)CM) 2:«i£R-Clili^fli 

mizmib*>ti&fr^t=. (®6) 0 

[0 0 6 6] 

[0 0 6 7] 

<no> tpfrmmm^n 
<i2o> &itmm<&mm 

<130> 991605 
<160> 8 



2 2 



&§E4$ 2000-3075953 



4£5pi 1-2 3 2 9 

<210> 1 
<211> 2388 
<212> cDNA 
<213> Rabbit 
<400> 1 

gccgccgctc actcgttcgc actcggactc agacccagtc cgaccccctg gactgcgcca 60 
tgcggtgccg aagcgcggct atgtggatct tcctggccct gcgcaccgca ctcggcagcg 120 
tggaggtgcg gtggtgcacc gcgtccgagc ccgagcagca gaagtgcgag gacatgagcc 180 
aggccttccg cgaagccggc ctccagcccg ccctgctgtg cgtgcagggc acctcggccg 240 
accactgcgt ccagctcatc gcggcccacg aggccgacgc catcactctg gacggaggag 300 
ccatttacga ggcggggaag gaacacggcc tgaagcccgt ggtgggcgaa gtgtatgacc 360 
aagaggtggg cacc t cc tac tacgctgtgg ccgtgg&qaa garage tec aacgtgaeca 420 
tcaacaccct gagaggegtg aagtcctgcc acaegggcat caaccgpacg gtgggctgga- 480 
acgtgcctgt gggctacctg gtggacagcg gccgcctctc agtgatgggc tgtgacgtgc 540 
teaaageggt cagegagtae ttegggggea gctgcgtccc tggggcagga gagaccagat 600 
acteggagtc cctctgtcgc ctctgccggg gcgacacctc egggg^gggg gtgtgtgaca 660 
agagccccct ggageggtae tacgactaca geggggcett ccggtgcctg geagaaggeg 720 
caggggacgt ggcctttgtg aagcacagca cggtgctgga gaacaeggat gggagaacac 780 
tgccctcctg gggccacatg ctgatgtcac gggactttga gctgctgtgc egggaeggea 840 
gccgggccag cgtcaccgag tggcagcact gccacctggc ccgggtgccc gcccacgccg 900 
tggtggtccg ggccgacacc gacgcaggcc tcatcttccg gcttctcaat gagggecage 960 
ggctgt tcag ccacgagggc agcagcttcc agatgttcag ctcggaggcc taeggecaga 1020 
agaacctget gttcaaagac tccacgctgg agctggtgcc catcgccaca cagacctacg 1080 
aggectgget gggccccgag tacctgcacg ccatgaaggg tetgetctgt gaccccaacc 1140 
ggctgccccc atacctgcgc tggtgcgtgc tgtccacccc cgagatccag aagtgtggag 1200 
acatggccgt ggccttcagc eggcagagge teaagcegga gatccagtgt gtcteggegg 1260 
agtcccccca geactgeatg gagcagatcc aggctgggca catcgatget gtgaccctga 1320 
aeggggagga cattcacaca geggggaaga cttatgggct gatcccggct geeggggage 1380 
tgtatgeege ggacgacagg agtaactc gt acttcg tggt ggccgtggtg^aagcgagaca 1440 
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gcgcctacgc cttcaccgtg gacgagctgc gcgggaagcg ctcctgccac cccggcttcg 1500 
gcagcccggc cggctgggac gtcccggtgg gcgccctcat ccactggggc tacatccggc 1560 
ccaggaactg cgacgtcctc acagcggtgg gtcagttctt caacgccagc tgtgtgccgg 1620 
tgaacaaccc caagaagtac ccctcctcgc tgtgcgcact ctgcgtgggt gacgagcagg 1680 
gccgcaacaa gtgcactggc aacagccagg agcggtacta tggcgacagt ggcgccttca 1740 
ggtgcctggt ggagggtgca ggggacgtgg ccttcgtcaa gcacacgacc atctttgaca 1800 
acacaaatgg ccacaatccc gagccgtggg ctgcccatct gaggagccag gactacgagc 1860 
tgctgtgccc caacggcgcg cgagctgagg cgcaccagtt tgccgcctgc aacctggccc 1920 
agattccgtc ccacgccgtc atggtgcggc ccgacaccaa catcttcacc gtttacggac 1980 
tgctggacaa ggcccaggac ctgtttggag acgaccacaa caagaacggg ttcaagatgt 2040 
tcgactcctc cagctaccac ggccgagacc tgctcttcaa ggacgccacg gtgcgcgctg 2100 
tgcctgtggg cgagaggacc acctaccagg actggctggg gccggactac gtggcggctc 2160 
tggaagggat gcagtcacag cggtgctcag gggcagccgt cggcgccccc ggggcctcgc 2220 
tgctgccgct gctgcccctg gctgcgggcc tcctgctgtc ttcgctctga gagcagcccc 2280 
gggcagcctc ggccccggca ggggagcctg cgcggaagct tcctgaacga gcccgcgccc 2340 
tggctggatg tggttacctc ggcgagccgc ggggccgcgc ttcccccg 2388 

<210> 2 
<211> 736 
<212> PRT 
<213> Rabbit 
<400> 2 

Met Arg Cys Arg Ser Ala Ala Met Trp He Phe Leu Ala Leu Arg Thr 

15 10 15 

Ala Leu Gly Ser Val Glu Val Arg Trp Cys Thr Ala Ser Glu Pro Glu 

20 25 30 

Gin Gin Lys Cys Glu Asp Met Ser Gin Ala Phe Arg Glu Ala Gly Leu 

35 40 45 

Gin Pro Ala Leu Leu Cys Val Gin Gly Thr Ser Ala Asp His Cys Val 
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50 55 60 

Gin Leu lie Ala Ala His Glu Ala Asp Ala He Thr Leu Asp Gly Gly 
65 70 75 80 

Ala He Tyr Glu Ala Gly Lys Glu His Gly Leu Lys Pro Val Val Gly 

85 90 95 

Glu Val Tyr Asp Gin Glu Val Gly Thr Ser Tyr Tyr Ala Val Ala Val 

100 105 110 

Val Lys Arg Ser Ser Asn Val Thr He Asn Thr Leu Arg Gly Val Lys 

115 120 125 

Ser Cys His Thr Gly He Asn Arg Thr Val Gly Trp Asn Val Pro Val 

130 135 140 

Gly Tyr Leu Val Asp Ser Gly Arg Leu Ser Val Met Gly Cys Asp Val 
145 150 155 160 

Leu Lys Ala Val Ser Glu Tyr Phe Gly Gly Ser Cys Val Pro Gly Ala 

165 170 175 

Gly Glu Thr Arg Tyr Ser Glu Ser Leu Cys Arg Leu Cys Arg Gly Asp 

180 185 190 

Thr Ser Gly Glu Gly Val Cys Asp Lys Ser Pro Leu Glu Arg Tyr Tyr 

195 200 205 

Asp Tyr Ser Gly Ala Phe Arg Cys Leu Ala Glu Gly Ala Gly Asp Val 
210 215 220 



Ala Phe Val Lys His Ser Thr Val Leu Glu Asn Thr Asp Gly Arg Thr 



225 230 235 240 

Leu Pro Ser Trp Gly His Met Leu Met Ser Arg Asp Phe Glu Leu Leu 

245 250 255 

Cys Arg Asp Gly Ser Arg Ala Ser Val Thr Glu Trp Gin His Cys His 

260 265 270 

Leu Ala Arg Val Pro Ala His Ala Val Val Val Arg Ala Asp Thr Asp 
275 280 285 



2 5 
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Ala Gly Leu He Phe Arg Leu Leu Asn Glu Gly Gin Arg Leu Phe Ser 

290 295 300 

His Glu Gly Ser Ser Phe Gin Met Phe Ser Ser Glu Ala Tyr Gly Gin 
305 310 315 320 

Lys Asn Leu Leu Phe Lys Asp Ser Thr Leu Glu Leu Val Pro lie Ala 

325 330 335 

Thr Gin Thr Tyr Glu Ala Trp Leu Gly Pro Glu Tyr Leu His Ala Met 

340 345 350 

Lys Gly Leu Leu Cys Asp Pro Asn Arg Leu Pro Pro Tyr Leu Arg Trp 

355 360 365 

Cys Val Leu Ser Thr Pro Glu He Gin Lys Cys Gly Asp Met Ala Val 

370 375 380 

Ala Phe Ser Arg Gin Arg Leu Lys Pro Glu He Gin Cys Val Ser Ala 
385 390 395 400 

Glu Ser Pro Gin His Cys Met Glu Gin lie Gin Ala Gly His He Asp 

405 410 415 

Ala Val Thr Leu Asn Gly Glu Asp He His Thr Ala Gly Lys Thr Tyr 

420 425 430 

Gly Leu He Pro Ala Ala Gly Glu Leu Tyr Ala Ala Asp Asp Arg Ser 

435 440 445 

Asn Ser Tyr Phe Val Val Ala Val Val Lys Arg Asp Ser Ala Tyr Ala 



450 



455 



460 



Phe Thr Val Asp Glu Leu Arg Gly Lys Arg Ser Cys His Pro Gly Phe 
465 470 475 480 

Gly Ser Pro Ala Gly Trp Asp Val Pro Val Gly Ala Leu He His Trp 

485 490 495 

Gly Tyr He Arg Pro Arg Asn Cys Asp Val Leu Thr Ala Val Gly Gin 

500 505 510 

Phe Phe Asn Ala Ser Cys Val Pro Val Asn Asn pro Lys Lys Tyr Pro 
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515 520 525 

Ser Ser Leu Cys Ala Leu Cys Val Gly Asp Glu Gin Gly Arg Asn Lys 

530 535 540 

Cys Thr Gly Asn Ser Gin Glu Arg Tyr Tyr Gly Asp Ser Gly Ala Phe 
545 550 555 560 

Arg Cys Leu Val Glu Gly Ala Gly Asp Val Ala Phe Val Lys His Thr 

565 570 575 

Thr He Phe Asp Asn Thr Asn Gly His Asn Pro Glu Pro Trp Ala Ala 

580 585 590 

His Leu Arg Ser Gin Asp Tyr Glu Leu Leu Cys Pro Asn Gly Ala Arg 

595 600 605 

Ala Glu Ala His Gin Phe Ala Ala Cys Asn Leu, Ala Gin He Pro Ser, 

610 615, 620 

His Ala Val Met • Val Arg Pro Asp Thr Asn: l ie Phe Thr Val Tyr Gly 
625 630 635 640 

Leu Leu Asp Lys Ala Gin Asp Leu Phe Gly Asp Asp His Asn Lys Asn 

645 650 655 

Gly Phe Lys Met Phe Asp Ser Ser Ser Tyr His Gly Arg Asp Leu Leu 

660 665 670 
Phe Lys Asp Ala Thr Val Arg Ala Val Pro Val Gly Glu Arg Thr Thr 
675 680 685 



Tyr Gin Asp Trp Leu Gly Pro Asp Tyr Val Ala Ala Leu Glu Gly Met 

700 



690 695 
Gin Ser Gin Arg Cys Ser Gly Ala Ala Val Gly Ala Pro Gly Ala Ser 
705 710 715 720 

Leu Leu Pro Leu Leu Pro Leu Ala Ala Gly Leu Leu Leu Ser Ser Leu 

725 730 735 



<210> 3 
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<211> 2368 
<212> cDNA 
<213> Hunan 
<400> 3 



gcggacttcc 


tcggacccgg 


acccagcccc 


agcccggccc 


cagccagccc 


cgacggcgcc 


60 


atgcggggtc 


cgagcggggc 


tctgtggctg 


ctcctggctc 


tgcgcaccgt 


gctcggaggc 


120 


atggaggtgc 


ggtggtgcgc 


cacctcggac 


ccagagcagc 


acaagtgcgg 


caacatgagc 


180 


gaggccttcc 


gggaagcggg 


catccagccc 


tccctcctct 


gcgtccgggg 


cacctccgcc 


240 


gaccactgcg 


tccagctcat 


cgcggcccag 


gaggctgacg 


ccatcactct 


ggatggagga 


300 


gccatctatg 


aggcgggaaa 


ggagcacggc 


ctgaagccgg 


tggtgggcga 


agtgtacgat 


360 


caagaggtcg 


gtacctccta 


ttacgccgtg 


gctgtggtca 


ggaggagctc 


ccatgtgacc 


420 


attgacaccc 


tgaaaggcgt 


gaagtcctgc 


cacacgggca 


tcaatcgcac 


agtgggctgg 


480 


aacgtgcccg 


tgggctacct 


ggtggagagc 


ggccgcctct 


cggtgatggg 


ctgcgatgta 


540 


ctcaaagctg 


tcagcgacta 


ttttgggggc 


agctgcgtcc 


cgggggcagg 


agagaccagt 


600 


tactctgagt 


ccctctgtcg 


cctctgcagg 


ggtgacagct 


ctggggaagg 


ggtgtgtgac 


660 


aagagccccc 


tggagagata 


ctacgactac 


agcggggcct 


tccggtgcct 


ggcggaaggg 


720 


gcaggggacg 


tggcttttgt 


gaagcacagc 


acggtactgg 


agaacacgga 


tgggaagacg 


780 


cttccctcct 


ggggccaggc 


cctgctgtca 


caggacttcg 


agctgctgtg 


ccgggatggt 


840 


agccgggccg 


atgtcaccga 


gtggaggcag 


tgccatctgg 


cccgggtgcc 


tgctcacgcc 


900 


gtggtggtcc 


gggccgacac 


agatgggggc 


ctcatcttcc 


ggctgctcaa 


cgaaggccag 


960 


cgtctgttca 


gccacgaggg 


cagcagcttc 


cagatgttca 


gctctgaggc 


ctatggccag 1020 



aaggatctac tcttcaaaga ctctacctcg gagcttgtgc ccatcgccac acagacctat 1080 



gaggcgtggc tgggccatga gtacctgcac gccatgaagg gtctgctctg tgaccccaac 1140 
cggctgcccc cctacctgcg ctggtgtgtg ctctccactc ccgagatcca gaagtgtgga 1200 
gacatggccg tggccttccg ccggcagcgc ctcaagccag agatccagtg cgtgtcagcc 1260 
aagtcccccc aacactgcat ggagcggatc caggctgagc aggtcgacgc tgtgacccta 1320 
agtggcgagg acatttacac ggcggggaag aagtacggcc tggttcccgc agccggcgag 1380 
cactatgccc cggaagacag cagcaactcg tactacgtgg tggccgtggt gagacgggac 1440 
agctcccacg ccttcacctt ggatgagctt cggggcaagc gctcctgcca cgccggtttc 1500 
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ggcagccctg 


caggctggga 


tgtccccgtg ggtgccctta ttcagagagg cttcatccgg 


1560 


cccaaggact 


gtgacgtcct 


cacagcagtg agcgagttct tcaatgccag ctgcgtgccc 


1620 


gtgaacaacc 


ccaagaacta 


cccctcctcg ctgtgtgcac tgtgcgtggg ggacgagcag 


1680 


ggccgcaaca 


agtgtgtggg 


caacagccag gagcggtatt acggctaccg cggcgccttc 


1740 


aggtgcctgg 


tggagaatgc 


gggtgacgtt gccttcgtca ggcacacaac cgtctttgac 


1800 


aacacaaacg 


gccacaattc 


cgagccctgg gctgctgagc tcaggtcaga ggactatgaa 


1860 


ctgctgtgcc 


ccaacggggc 


ccgagccgag gtgtcccagt ttgcagcctg caacctggca 


1920 


cagataccac 


cccacgccgt 


gatggtccgg cccgacacca acatcttcac cgtgtatgga 


1980 


ctgctggaca 


aggcccagga 


cctgtttgga gacgaccaca ataagaacgg gttcaaaatg 


2040 


ttcgactcct 


ccaactatca 


tggccaagac ctgcttttca aggatgccac cgtccgggcg 


2100 


gtgcctgtcg 


gagagaaaac 


cacctaccgc ggctggctgg ggctggacta cgtggcggcg 


2160 


ctggaaggga 


tgtcgtctca 


gcagtgctcg ggcgcagcgg ccccggcgcc cggggcgccc 


2220 


ctgctcccgc 


tgctgctgcc 


cgccctcgcc gcccgcctgc tcccgcccgc cctctgagcc 


2280 


cggcegcccc 


gccccagagc 


tccgatgccc gcccggggag tttccgcggc ggcctctcgc 


2340 


gctgcggaat 


ccagaaggaa 


gctcgcga 


2368 



<210> 4 
<211> 738 
<212> PRT 
<213> Hunan 

<400> 4 .__ 

Met Arg Gly Pro Ser Gly Ala Leu Trp Leu Leu Leu Ala Leu Arg Thr 

15 10 15 

Val Leu Gly Gly Met Glu Val Arg Trp Cys Ala Thr Ser Asp Pro Glu 

20 25 30 

Gin His Lys Cys Gly Asn Met Ser Glu Ala Phe Arg Glu Ala Gly He 

35 40 45 

Gin Pr Ser Leu Leu Cys Val Arg Gly Thr Ser Ala Asp His Cys Val 
50 55 60 
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Gin Leu lie Ala Ala Gin Glu Ala Asp Ala He Thr Leu Asp Gly Gly 
65 70 75 80 

Ala He Tyr Glu Ala Gly Lys Glu His Gly Leu Lys Pro Val Val Gly 

85 90 95 

Glu Val Tyr Asp Gin Glu Val Gly Thr Ser Tyr Tyr Ala Val Ala Val 

100 105 110 

Val Arg Arg Ser Ser His Val Thr He Asp Thr Leu Lys Gly Val Lys 

115 120 125 

Ser Cys His Thr Gly He Asn Arg Thr Val Gly Trp Asn Val Pro Val 

130 135 140 

Gly Tyr Leu Val Glu Ser Gly Arg Leu Ser Val Met Gly Cys Asp Val 
145 150 155 160 

Leu Lys Ala Val Ser Asp Tyr Phe Gly Gly Ser Cys Val Pro Gly Ala 

165 170 175 

Gly Glu Thr Ser Tyr Ser Glu Ser Leu Cys Arg Leu Cys Arg Gly Asp 

180 185 190 

Ser Ser Gly Glu Gly Val Cys Asp Lys Ser Pro Leu Glu Arg Tyr Tyr 

195 200 205 

Asp Tyr Ser Gly Ala Phe Arg Cys Leu Ala Glu Gly Ala Gly Asp Val 

210 215 220 

Ala Phe Val Lys His Ser Thr Val Leu Glu Asn Thr Asp Gly Lys Thr 



225 



230 



235 



240 



Leu Pro Ser Trp Gly Gin Ala Leu Leu Ser Gin Asp Phe Glu Leu Leu 

245 250 255 

Cys Arg Asp Gly Ser Arg Ala Asp Val Thr Glu Trp Arg Gin Cys His 

260 265 270 

Leu Ala Arg Val Pro Ala His Ala Val Val Val Arg Ala Asp Thr Asp 

275 280 285 

Gly Gly Leu He Phe Arg Leu Leu Asn Glu Gly Gin Arg Leu Phe Ser 
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290 295 300 

His Glu Gly Ser Ser Phe Gin Met Phe Ser Ser Glu Ala Tyr Gly Gin 
305 310 315 320 

Lys Asp Leu Leu Phe Lys Asp Ser Thr Ser Glu Leu Val Pro lie Ala 

325 330 335 

Thr Gin Thr Tyr Glu Ala Trp Leu Gly His Glu Tyr Leu His Ala Met 

340 345 350 

Lys Gly Leu Leu Cys Asp Pro Asn Arg Leu Pro Pro Tyr Leu Arg Trp 

355 360 365 

Cys Val Leu Ser Thr Pro Glu lie Gin Lys Cys Gly Asp Met Ala Val 

370 375 380 

Ala Phe Arg Arg Gin Arg Leu Lys Pro Glu lie Gin Cys Val Ser Ala 
385 390 395 400 

Lys Ser Pro Gin His-Cys Met Glu Arg He Gin Ala Glu Gin Val Asp 

405 410 415 

Ala Val Thr Leu Ser Gly Glu Asp He Tyr Thr Ala Gly Lys Lys Tyr 

420 425 430 

Gly Leu Val Pro Ala Ala Gly Glu His Tyr Ala Pro Glu Asp Ser Ser 

435 440 445 

Asn Ser Tyr Tyr Val Val Ala Val Val Arg Arg Asp Ser Ser His Ala 

450 455 460 

Phe Thr Leu Asp Glu Leu Arg Gly Lys Arg Ser Cys His Ala Gly Phe 
465 470 475 480 

Gly Ser Pro Ala Gly Trp Asp Val Pro Val Gly Ala Leu lie Gin Arg 

485 490 495 

Gly Phe lie Arg Pro Lys Asp Cys Asp Val Leu Thr Ala Val Ser Glu 

500 505 510 

Phe Phe Asn Ala Ser Cys Val Pro Val Asn Asn Pro Lys Asn Tyr Pro 
515 520 525 
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Ser Ser Leu Cys Ala Leu Cys Val Gly Asp Glu Gin Gly Arg Asn Lys 

530 535 540 

Cys Val Gly Asn Ser Gin Glu Arg Tyr Tyr Gly Tyr Arg Gly Ala Phe 
545 550 555 560 

Arg Cys Leu Val Glu Asn Ala Gly Asp Val Ala Phe Val Arg His Thr 

565 570 575 

Thr Val Phe Asp Asn Thr Asn Gly His Asn Ser Glu Pro Trp Ala Ala 

580 585 590 

Glu Leu Arg Ser Glu Asp Tyr Glu Leu Leu Cys Pro Asn Gly Ala Arg 

595 600 605 

Ala Glu Val Ser Gin Phe Ala Ala Cys Asn Leu Ala Gin lie Pro Pro 

610 615 620 

His Ala Val Met Val Arg Pro Asp Thr Asn He Phe Thr Val Tyr Gly 
625 630 635 640 

Leu Leu Asp Lys Ala Gin Asp Leu Phe Gly Asp Asp His Asn Lys Asn 

645 650 655 

Gly Phe Lys Met Phe Asp Ser Ser Asn Tyr His Gly Gin Asp Leu Leu 

660 665 670 

Phe Lys Asp Ala Thr Val Arg Ala Val Pro Val Gly Glu Lys Thr Thr 

675 680 685 

Tyr Arg Gly Trp Leu Gly Leu Asp Tyr Val Ala Ala Leu Glu Gly Met 



690 



695 



700 



Ser Ser Gin Gin Cys Ser Gly Ala Ala Ala Pro Ala Pro Gly Ala Pro 
705 710 715 720 

Leu Leu Pro Leu Leu Leu Pro Ala Leu Ala Ala Arg Leu Leu Pro Pro 

725 730 735 

Ala Leu 



<210> 5 
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<211> 23 
<212> DNA 

<213> Artificial Sequence 
<400> 5 

ggctggaacg tgcccgtggg eta 

<210> 6 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<400> 6 

gtcctgggcc ttgtccagca gtc 

<210> 7 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<400> 7 
agagggactc cgagtatctg gtctc 

<210> 8 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<400> 8 

gtccggcccg acaccaacat cttc 

MTf ^^ATDC5^^©^ig^JK©«tl^ 
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[H2] 

ATDC5|ffl^M<*lC^W^MTf»^©^$:at^Northern bl tting<Z>0T*& 
& . 
[03] 

kWCdmm^Mmz £ £ MTf # > A * £;*i-Western B lott ing<Z>0^& 

>f>X'J>##«T(:feCtS, ftflgffiJEl (pC-l) i: MTfi®M3£3M* ( Full -1 
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